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Seed development involves a network of regulatory proteins and enzymes involved in 
production of storage compounds including fatty acids.  14-3-3 χ is a regulatory protein which is 
abundant and phosphorylated during seed development.  Heteromeric acetyl-CoA carboxylase 
(ACCase) is involved in oil production in seeds.  Interactions between ACCase and BADC 
putative inhibitory proteins have been demonstrated in Arabidopsis.  Established regulatory 
roles of 14-3-3 phosphorylation and quantitation of stoichiometric changes in ACCase and 
BADC proteins are described in detail, which have potential implications in genetic engineering 
approaches for high oil production in plants.   
